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1- Protein- Protein interaction
2- Maximum Neighborhood Component
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No. | Orthologous in Rice | Unigene ID Barley | Unigene ID Rice Selected by
Annotation
1 ABF3 Hv.9381 0s.48133 MNC Abscisic Acid Insensitive 5-like protein
2 ADH1 Hv.22954 0s.21601 Degree Alcohol dehydrogenase 1
3 APO1 Hv.19129 0s.75017 MNC APO protein 1
4 ATF2/TRXF2 Hv.13307 0s.9880 protein disulfide oxidoreductase activity
5 CAD4 Hv.2440 0s.79547 Degree Cinnamyl alcohol dehydrogenase 4
6 CBL1 Hv.8391 0s.17170 Closeness Calcineurin B-like protein
7 CLF Hv.20522 0s.21566 MNC Histone-lysine N-methyltransferase CLF
8 DREBIA Hv.20870 Os.14125 MNC,Degree,Closeness transcription factor
9 DREB2A Hv.31775 0s.32760 MNC transcription factor
10 GI Hv.1530 0s.7987 Degree,Closeness Protein GIGANTEA
11 HOSI1 Hv.15545 0s.15893 Closeness E3 ubiquitin-protein ligase HOS1
12 HSP70 Hv.24244 0s.87672 MNC,Degree,Closeness DnaK-type molecular chaperone
13 LKR Hv.20906 0Os.13781 Degree Alpha-aminoadipic semialdehyde synthase
14 RABI18 Hv.4608 0s.33755 Degree,Closeness Ras-related protein
15 TTL Hv.23272 0Os.10815 MNC Uric acid degradation bifunctional protein
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No Orthologous in Rice Unigene ID Barley Unigene ID Rice Selected by Annotation
1 ABI1 Hv.19158 0s.5367 Closeness Protein phosphatase 2C
2 ARF1 Hv.22906 0Os.10276 MNC transcription factor
3 CAD3 Hv.26567 0Os.7496 Degree lignin biosynthetic process
4 HY5 Hv.33733 0Os.80631 MNC,Degree,Closeness transcription factor
5 HYH Hv.6541 0s.91160 MNC transcription factor
6 LKR Hv.20906 Os.13781 Degree,Closeness Alpha-aminoadipic semialdehyde synthase
7 NCED3 Hv.13764 0Os.55193 MNC abscisic acid biosynthetic process
8 NIA2 Hv.20595 Os.4717 MNC Nitrate reductase
9 NRT1.1 Hv.9565 0s.59071 MNC,Degree auxin-activated signaling pathway
10 PHYA Hv.21044 0s.272 Closeness Phytochrome A
11 PLDALPHA1 Hv.2078 Os.155 MNC,Degree,Closeness phospholipase D alpha 1
12 PP2CA Hv.18841 0s.27906 Degree,Closeness Protein phosphatase 2C
13 RAB18 Hv.4608 0Os.33755 MNC,Degree,Closeness Ras-related protein
14 RD22 Hv.22886 0s.8061 Degree BURP domain protein RD22
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1- Lysine ketoglutaratereductase
2 - Saccharopine Dehydrogenase
3 - chlorophyll a/b binding protein
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